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Listing of Claims 

Qaim 1 . (Currently amended) A transgenic plant con^nrising a recombinant polynucleotide having a 
nucleotide sequence selected firom the group consisting of : 

(a) a nucleotide sequence encoding a polypeptide comprising on amino aeid - s e queno e sel e cted from 
thooQ of SEQ ID NOo,! 2N where N- 1 258 SEP ID NO: 6. or a cony>lementary nucleotide 
sequence thereof; 

(b) a ntxcleotide sequence encoding a polypeptide comprising a conservatively substituted variant of 
a polyp^tide of (a); 

(c) one of SEQ ID NOs.c 2N 1 where N^l 258 SEQ ID NO; 5, or a complementary nucleotide 
sequence thereof; 

(d) a nucleotide sequence coixprising one or more silent substitutions in a nucleotide sequence of 
(c); 

(e) a nucleotide sequence that hybridizes under stringent cotoditions of 0.2 x SSC, 0.1% SDS at 65° 
£.to a nucleotide sequence of one or more of; (a), (b), (c), or (d); 

(f) a nucleotide sequence comprising at least 15 consecutive nucleotides outside of a conserved 
domain of any of (a)-(e); 

(g) a nucleotide sequence comprising a subsequence or fragment of any of (a)-(f), which 
subsequence or fragment encodes a polypeptide that modifies one or more of a plant's traits; 

(h) a nucleotide sequence having at least 31% sequence identity to a nucleotide sequence of any of 

(aHg); 

(i) a nucleotide sequence having at least 60% sequence identity to a nucleotide sequence of any of 
(aXg); 

0) a nucleotide sequence having at least 95% sequence identity to a nucleotide sequence of any of 

(a)-(g); 

(k) a nucleotide sequence encoding a polypeptide having at least 3 1 % sequence identity outside of a 

conserved domain of a polypeptide having an amino acid sequence of one of SEQ ID Nos,: 2N 

whoroN-1 258 SEQ ID NO: 6; 
(1) a nucleotide sequence encoding a polypeptide having at least 60% sequence identity outside of a 

conserved domain of a polypeptide having an amino acid sequence of one of SEQ ID Nog,: 2N 

^^4iege N-l 258 SEQ ID NO: 6; w 
(m) a nucleotide sequence encoding a polypeptide having at least 75% sequence identity outside of a 

conserved domain of a polypeptide having an amino acid sequence of one of SEQ ID Noa.: 2?r 

whta-o N"l 25 8 SEQ ID NO: 6; 
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(n) a nucleotide sequence encoding a polypeptide having at least 95% sequence identity outside of a 

conserved domain of a polypeptide having an amino acid sequence of one of SEQ ID Noa,: 2N 

wher e N^l - 258 SEQ ID NO: 6; 
(o) a nucleotide sequence encoding a polypeptide having an amino acid domain with at least 86% 

sequence identity to a conserved donsain of apol>'poptido of ono of SEQ ID Noo,! 2N whoro N--1 - 

3^ SEQ ID NO: 6; 

(p) a tuicleotide sequence encoding a polypeptide having an amixio acid domain with at least about 

90% sequence identity to a conserved domain of a - polypgptide of on e of SEQ ID Noo.s 2N where 

N-1 258 SEQ ID NO: 6; 
(q) a nucleotide sequence encoding a polypeptide having an amino acid domain with at least about 

95% sequence identity to a conserved domain of <»^lyp e ptid e of one of SEQ ID Noa.: 2N wher e 

N-1 25 8 SEQ ID NO: 6; 
(r) a nucleotide sequence encoding a polypeptide having an amino acid domain with at least about 

98% sequence identity to a conserved domain of a polypeptide of ono of SEQ ID Nog.: 3N whoro 

N7I 258 SEQ ID NO: 6; 
(s) a nucleotide sequence encoding a polypeptide having at least 31% sequence identity over the 

entire length of a pol]^pQptidp of on e of SEQ ID Noa.: 2N whoro N-1 25 8 SEQ ID NO: 6; 
(t) a nucleotide sequence encoding a polypeptide having at least 60% sequence identity over tiie 

entire length of a - polypeptidg of one of SEQ ID Nog.! 2N whor e N"1 - 25S SEQ ID NO: 6; 
(u) a nucleotide sequence encoding a polypeptide having at least 75% sequence identity over the 

entnre length of a polypoptido of ono of SEQ ID Noa,: BN - whero N-1 25 8 SEQ ID NO: 6; 
(v) a nucleotide sequence encoding a polypeptide having at least 95% sequence identity over fee 

entire length of fr polypeptide of on e of SEQ ID Noo.! SN where N-1 - 25 S SEQ ID NO: 6, 
wherein the plant possesses an altered trait as compared to a wild type or reference plant, or the plant 
exhibits an altered phenotypc as compared to a wild type or reference plant, or the plant exhibits ectopic 
expression or altered expression of one or more genes associated with a plant trait as compared to a wild- 
type plant. 

Claim 2. (Original) The transgenic plant of claim 1, furlhcr comprising a constitutive, inducible, or tissue- 
specific promoter operably linked to said recombinant nucleotide. 

Qaim 3. (Original) The transgenic plant of claim 1, wherein the plant is selected from the foUowmg 
^up: soybean, wheat, com, potato, cotton^ rice, oilseed rape, sunflower, alfUfe, sugarcane, turf, banana, 
blackberry, bluebeny, strawberry, raspberry, cantaloupe, carrot, cauliflower, coffee, cixcumber, eggplant, 
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grapes, honeydewj lettuce, mango, melon, onion, papaya, peas, peppers, pineapple, Arabidopsis, spinach, 
squash, sweet com, tobacco, tomato, watermelon, mint and other labiates, rosaceous fruits, and vegetable 
brassicas. 

Qaim 4. (Currently amended) An isolated or recombinant polynucleotide having a nucleotide sequence 
selected from the follows ctoup consisting of : 

(a) a nucleotide sequence encoding a polypeptide conqmsing a ooqucnoc aeloct e d from thogc of 
SEQ ID Noo: 2N whgro N-1 258 SEQ ID NO: 6, or a complementary nucleotide sequence 
thereof; 

(b) a nucleotide sequence encoding a polypeptide comprising a conservatively substituted variant of 
a polypeptide of (a); 

(c) one of SEQ ID NOs. 2N 1 whero N-1 258 SEQ ID NO; 5, or a complementary nucleotide 
sequence thereof; 

(d) a nucleotide sequence comprismg silent substimtions in a nucleotide sequence of (c); 

(e) a nucleotide sequence that hybridizes under stringent conditions of 0.2 x SSC, 0.1% SDS at 65° 
C to a nucleotide sequence of one or more of: (a), (b), (c), or (d); 

(f) a nucleotide sequence comprising at least IS consecutive nucleotides outside of a conserved 
domain of any of (a)-(©)5 

(g) a nucleotide sequence contusing a subsequence or fragment of any of (a)-(f), which 
subsequence or fragment encodes a polypeptide that modifies one or more of a plant's traits; 

(h) a nucleotide sequence having at least 31% sequence identity to a nucleotide sequence of any of 

(aKe); 

(i) a nucleotide sequence having at least 60% sequence identity to a nucleotide sequence of aaay of 
(a)-(g); 

(j) a nucleotide sequence having at least 95% sequence identity to a nucleotide sequence of any of 
Ca)-(g); 

(k) a nucleotide sequence encoding a polypeptide havmg at least 31% sequence identity outside of a 

conserved domain of a polypeptide havmg an amino acid sequence of one of SBQIDNoa.: 2N 

where N-1 - 25 8 SEQ ID NO: 6; 
(1) a nucleotide sequence encoding a polypeptide having at least 60% sequence identity outside of a 

conserved domain of a polypeptide having an amino acid sequence of one of SEQ ID Noo.g 2N 

^here - N^l 25 8 SEQ ID NO: 6; of 
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(m) a nucleotide sequence encoding a polypeptide having at least 75% sequence identity outside of a 

conserved domam of a polypeptide having an amino acid sequence of on e of SBQ ID Nos.: 2N 

where N-1 358 SEQ ID NO: 6; 
(n) a nvicleotide sequence encoding a polypeptide havixig at least 95% sequence identity outside of a 

conserved domain of a polypeptide having an amino acid sequence of eri e of SEQ ID Noo.s 2N 

whoro N-1 258 SEQ ID NO: 6; 
(o) a nucleotide sequence encoding a polypeptide having an amino acid domain with at least 86% 

sequence identity to a conserved domain of a polypeptide having an amino acid sequence of os^ 

of SEQ ID Noq,! 2N where IJ-l 258 SEQ ID NO: 6; 
(p) a nucleotide sequence encoding a polypeptide having on amino acid domain with at least about 

90% sequence identity to a conserved domain of a polypeptide having an amino acid sequence of 

one of SEQ ID Nog.: 2N where N"l 258 SEQ ID NO : 6; 
(q) a nucleotide sequence encoding a polypeptide having an amino acid domain with at least about 

95% sequence identity to a conserved domain of a polypeptide having an amino acid sequence of 

one of SEQ - ID Noo.s 2N whore N^l 258 SEQ ID NO: 6; and 
(r) a nucleotide sequence encoding a polypeptide having an amino acid domain with at least about 

98% sequence identity to a conserved domain of a polypeptide having an amino acid sequence of 

on e of SEQ ID NodjS 2N whcsro N-1 258 SEQ ID NO: 6; 
(s) a nucleotide sequence encoding a polypeptide having at least 31% sequence identity over the 

entire length of a polypeptide hamg an amino ooid sequsnoo of one of SEQ ID Noo.! 2N where 

NH-3#8SEQIDNO: 6; 
(t) a nucleotide sequence encoding a polypeptide having at least 60% sequence identity over the 

entire length of a polypeptide havmg - an om iHo- acid ooquonoo of one of SEQ ID Nos.: 2N wfa^ 

N=4^5»SEQIDNO:6; 
(u) a nucleotide sequence encoding a polypeptide having at least 75% sequence identity over the 

entire length of a poli^joptid e having an amino a ^ - s e quenc e of one of SEQ ID Noo.: 2N where 

N=4-358SEQ IDNO: 6; and 
(v) a nucleotide sequence encoding a polypeptide having at least 95% sequence identity over the 

entire length of a polypeptide having on am fflo- aoid Doquonco of one of SEQ ID Nq s j: 2N whcro 

N^-3r^SEQIDNO:6. 

Claim 5. (Original) The isolated or recombinant polynucleotide of claim 4, further comprising a 
constitutive, inducible, or tissue-specific promoter operably linked to the polynucleotide nucleotide. 
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Claim 6. (Original) An isolated or recombinaat polypeptide comprising a subsequence of at least about 15 
contiguous amino acids encoded by the recombinant or isolated polynucleotide of claim 4. 

Claim 7. (Original) A method of using the isolated or recombinant polynucleotide of claim 4 for 
producing a plant having a modified trait, the method comprising selecting a polynucleotide that encodes 
a polypeptide, inserting the polynucleotide into an expression vector, introducing the vector into a plant or 
a cell of a plant to overexpress the polypeptide, thereby producing a modified plant, and selecting for a 
modified trait. 

Claim 8. (Currently amended) The transgenic plant of claim 1, wherein the trait is selected from the 
groups consisting of enhanced tolerance to freezing; enhanced tolerance to chilling; enhanced tolerance to 
heat; enhanced tolerance to drought; gDhanc e d - toleranoo to water Qaturatiion; cnhanood tolanmoo to 
radiation; erJ:uino edrtela= onoQ to oaono; enhanced tolerance to microbial disease; enhanced tolerance to 
Ibngal disease* enhanced tolerance to viral disease; ^ enhanced tolerance to pest infestatiouf-de^eased 
h e rbicid e sen s itivity? enhonood tolorancQ to h e avy m e tnls; enhflnood ahilit^r tn tnlffl np he\fi\y Tnnffil g ^ 
enhanced gro^ih under poor photooonditiong. 

Claim 9. (Currently amended) The transgenic plant of claim 1 , wherein the trait is an alteration in tiie 
level of ono or more of the compoundg gel e cted from the group; toxolj tocopherol, tocotricnol, ste fete? 
phyto5t e rol9> vitamiRft rwax monomerBg- flnti oxidimto> amino aoido, lignina, c e lluloQO, tonnin sy 
pronyllipido, gluoosinolatea, and teipenoi d o . 

Claim 10. (Canceled) The transgenic plant of claim 1, wherein the trait is an alteration to one or more 
physical characteristics selected from the group: number of trichomes; fruit and seed size and number; 
yield of stems; yield of leaves; yield of roots; stability of seeds during storage; susceptibility of the seed 
to shattering; root hair length; root hair quantity; intemode distances; and the quality of seed coat. 

Claim 1 1 . (Currently amended) The transgenic plant of claim 1, wherein the trait is an alteration in a 

plant growth characteristic selected from the groupf consisting of growtli rate; gci- im^ftt inn rate nf gefl<^g; 

vigor of pltrnts; vigor of D e cdlingoj leaf senescence ; flower OQnoaocnc e ; mol e gtorilityi apomixig; flowering 
time; flower abscission; rate of nitrogen uptak e: and more tolerance to growth under nitrogen-limiting 
conditions s-bie maflQ: transpiration c h oraotoriotiooii apiool dominanoe; hmnohing patt e rn; nurnW ni^nr^nn i? ; 
organ identity; organ Qhnpo* onekargon sige , 
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Claim 12. (Canceled) The transgenic plant of claim U herein the trait is an alteration m one or more 
characteristics selected fixmi the group: protein production; oil production; seed protein production; seed 
oil production; insohihle sugar level; soluble sugar level; and starch composition* 

Claim 13. (Currently amended) The method of claim 7, wherein the trait is selected from the group 
consisting of enhanced tolerance to freezing; enhanced tolerance to chilling; enhanced tolerance to heat; 
enhanced tolerance to drought; enhanc e d tolenmoe to water oatufation; enha aae ed tolomnoc to rada gfeeaj- 
enhnno e d toleranc e to ossone; enhanced tolerance to microhial disease; enhanced tolerance to fungal 
disease; enhanced tolerance to viral disease; an^ enhanced tolerance to pest infestatio n; doctroascd 
htarbioid e sensitivityi -eah anoed toloranoo to hctt\y mctds; cnhoneod ability to tak e up hcav>T motals; nnd 
enhonood growth under poor photooonditiono . 

Clahn 14. (Currently amended) Tlic method of claim 1, wherein the trait is an alteration in the level of 
on e or more of tfao oompoundG Gol e cted^om the groupi te te Vtocopherol, toootrienol, atcsrolsy 
phytosterolSi, vxtomins ? wax monomers ^ onti - oxidonta, amino oe ^ ds^-ligninSj o e llulooo, tannins, 
pronylhpidsj gluoQ s inolateo, and toxpoiioidg . 

Claim 15. (Canceled) The method of claim 7, wherein the trait is an alteration in one or more physical 
characteristics selected from the group* consistinfif of number of triohomes; fruit and seed size and 
nuniber; yield of stems; yield of leaves; yield of roots; stability of seeds during storage; susceptibility of 
the seed to shattering; root hair length; root hair quantity; intemode distances; and the quaUty of seed 
coat. 

Claim 16. (Currently amended) The method of claim 7, wherein the trait is an alteration in a plant growth 
charactchstio selected from the groupr consistin|g of ^wth rate; gcrminiittiiti mto nf gpfliln; irtrrftr nf 
planta; vigor of seedlings; loaf senescence ; flower oonooooncG; molo oterilityj apomixig; flowering time; 
flower abscission; rate of nitrogen uptake; and more tolerance to growth under nitrogen-limiting 
condition si b iomoflQi transpiration Ghnroct erifl tioflg apical dominnnoa; Hmtieliingpfitt ff m; mumW nf fw^rnti ftj- 
organ idantity; organ shape; ond organ Gizo . 

Claim 17. (Canceled) The method of claim 7, wherein the trait is an alteration in one or more 
characteristics selected from the groxQ); protein production; oil production; seed protein production; seed 
oil production; insoluble sugar level; soluble sugar level; and starch composition. 
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Claim 18. (Original) A plant produced by tibie method of claim 13. 

Claim 19. (Original) A plant produced by the method of claim 14. 

Claim 20. (Original) A plant produced by the method of claim 15, 

Qaim 2 1 . (Original) A plant produced by the method of claim 1 6. 

Claim 22. (Original) A plant produced by the method of claim 17. 

Claim 23 . (Original) A method of usin^ the isolated or recombinant polynucleotide of claim 4 for 
producing a plant having a modified trait^ the method comprising selecting a polynucleotide that when 
expressed produces an antiscnse nucleic acid, inserting the polynucleotide into an e^q^xcssion vector, 
introducing the vector into a plant or a cell of a plant to express the antisense nucleic acid^ thereby 
producing a modified plant, and selecting for a modified trait 

Claim 24. (Currently amended) The method of claim 23, whercm the trait is selected from the group 
consisting of enhanced tolerance to freezing; enhanced tolerance to chilling; enhanced tolerance to heat; 
enhanced tolerance to drought; eHhanoed tolerance to watcar flatura t ion; c snha ae ed toloranoo to rodi aaen* 
enhanc e d toleranc e to oaonoj enhanced tolerance to microbial disease; enhanced tola:ance to fungal 
disease; enhanced tolerance to viral disease; arid enhanced tolerance to pest infestatio n; deoroao o d 
herbioido aonoiti\ily^p cnhmi eedrleteF ano e to hca^7 motalo; enhanc e d obilit>^ to fad ee- up h e avy metala; and 
mha ^c e d groT S ^ under po e f^hotooonditiona . 

Clahn 25. (Currently amended) Hic method of claim 23, wherein the trait is an alteration in the level of 
on e or more of tho compounds sel e ct e d from tho groups toxol, tocopherol, toootrionol, sterols^ 
phytost e rols, vitainins rwax monomersT^ mti oxidants, amino aoida, ligning^ cellulooe, tonnina^ 
pronyllipidia, gluooainolates^ - aiid tcrpoiioidfl . 

Claim 26. (Canceled) The method of claim 23, wherein the trait is an alteration in one or more physical 
characteristics selected from the group consisting of: the number of trichomeS; fruit and seed size and 
number, yield of stems, leaves, or roots^ stability of seeds during storage, susceptibiUty of the seed to 
shatterfaig; root hair lengfli and quantity, intemode distances, or the quality of seed coat. 
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Claim 27. (Curraitly amended) The method of claim 23, wherein the trait is an alteration in a plant 
growth characteristic selected from the eroupr consisting of pro^tiimtQ: gQin i i i u i t ii m rnfn nf nfrnH g - yji^fw . 
of plontOj vigor of aeedlings; Icaf -flenescenc os flo^^or scaiQao e nc e ; malo otorility; upomiKi ^ flowering time; 
flower abscission; rate of nitrogen i^taJke; and more tolerance to growth under nitrogen^limitine 
conditions: b iomass : tranopiMtion ohnmcteristiog: apiool dominancQi brpnohing pflttarn ; mu n l i fir nf m-gflnfl fc 
orgnn id e ntity; organ ohapo; and organ flizQ . 

Claim 28. (Canceled) The method of. claim 23, wherein the trait is an alteration in one or more 
characteristics selected from the group; protein production; oil production; seed protein production; seed 
oil production; insoluble sugar leyel; soluble sugar level; and starch composition. 

Claim 29. (Origmal) A plant produced by the mcrthod of claim 24. 

Claim 30. (Original) A plant produced by the method of claim 25. 

Claim 3 1 . (Original) A plant produced by the method of claim 26. 

Claim 32, (Original) A plant produced by the method of claim 27. 

Claim 33. (Original) A plant produced by the method of claim 28. 

Claim 34. (Withdrawn) An isolated or recombinant polypeptide comprising a subsequence of at least 
about 10 contiguous amino acids encoded by the recombinant or isolated polynucleotide of claim 4, 
v\4ier6in the contiguous amino acids are outside of a conserved domain. 

Claim 35. (Withdrawn) An isolated or recombinant polypeptide comprising a subsequence of at least 
about 20 contiguous amino acids encoded by the recombinant or isolated polynucleotide of claim 4, 
wherein the contiguous amino acids are outside of a conserved domain. 

Claim 36. (Withdrawn) An isolated or recombinant polypeptide comprising a subsequence of at least 
about 30 contiguous amino acids encoded by the recombinant or isolated polynucleotide of claim 4» 
wherein the contiguous amino acids are outside of a conserved domain. 

9 
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Claim 37. (Withdrawn) An isolated or lecotxibinaiit polypeptide comprising a subsequence of at least 
about 10 contiguous aniino acids encoded by the recombinant or isolated polynucleotide of claim 4, 
wherein the contiguous amino acids are within a conserved domain. 

Claim 38. (Withdrawn) An isolated or recombinant polypeptide comprising a subsequence of at least 
about 20 contiguous amino acids encoded by the recombinant or isolated polynucleotide of claim 4, 
wherein the contiguous amino acids are within a conserved domain. 

Claim 39. (Withdrawn) An isolated or recombinant polypeptide comprising a subsequence of at least 
about 30 contiguous amino acids encoded by the recombinant or isolated polynucleotide of claim 4^ 
wherein the contiguous amino acids are within a conserved domain. 

Claim 40. (Withdrawn) An isolated or recombinant polypeptide having at least 31% sequence identity 
over the entire length of a polypeptide having an amino acid sequence of one of SEQ ID Nos.: 2N where 
N=l-258, or the length of the polypeptide itself. 

Claim 4L (Withdrawn) An isolated or recombinant polypeptide having at least 60% sequence identity 
over the entire length of a polypeptide having an amino acid sequence of one of SEQ ID Nos.: 2N where 
N=l-258, or the length of the polypeptide itself. 

Claim 42. (Withdrawn) An isolated or recombmant polypeptide having at least 75% sequence identity 
over the entire length of a polypeptide having an amino acid sequence of one of SEQ ID Nos.: 2N where 
N=l-258, or the length of the polypeptide itself* 

Claim 43. (Withdrawn) An isolated or recombinant polypeptide having at least 95% sequence identity 
over the entire length of a polypeptide having an amino acid sequence of one of SEQ ID Nos.: 2N where 
N=l-258, or the length of the polypeptide itself, 

Gaim 44. (Cuirently amended) An isolated or recombinant polynucleotide having the sequence one-of 
SEQ ID NO s ri 2N 1 wher e N"! 358 SEQ ID NO: 5, or a con^lenraitaxy nucleotide sequence thereof. 

Claims 45-47 (Canceled) 
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Claim 48. (Withdrawn) A computer readable medium having stored sequence information comprising the 
polynucleotide sequence of claim 44. 

Claim 49. (Withdrawn) The computer readable medium of claim 48, having stored sequence information 
con^rising the sequence of one of SEQ ID Nos.: 1-37. 

Claim 50. (Withdrawn) The computer readable medium of claim 48, having stored sequence loformation 
comprising the sequence of one of SEQ ID Nos,: 53, 54, 79, 80, 81, 82, 107, 108, 125, 126, 153, 154, 
167, 168, 203, 204, 223, 224, 289, 290, 285, 286, 287, or 288. 

Claim 5 1 . (Withdrawn) The con^uter readable medium of claim 48, having stared sequence information 
comprising the polynucleotide sequence of one of SEQ ID Nos.: 345, 346, 365, 366, 447, 448, 469, 470, 
477, 478, 505, 506, 507, 508, 509, 510. 511, 512, 513, or 514. 

Claim 52. (Withdrawn) A method of identifying a homolog sequence from a database comprising a 
plurality of known plant sequences, the method comprising: inputting sequence informatioti. selected from 
one or more of SEQ ID Nos. 1-516; and querying the database to identify a homolog sequence. 

Claim 53. (Withdrawn) The method of claim 52, wherein the database being queried comprises a database 
of known genomic, cDNA, EST, or protein sequences* 

Claim 54. (Withdrawn) The method of claim 52, wherein ii^utting sequence information courses 
copying the sequence information from a CD. 

Claim 55. (Withdrawn) The method of claim 52, wherein the sequence data comprises one of SEQ ID 
Nos.: 1-37. 

Claim 56. (Withdrawn) The method of claim 52, wherein the sequence data cotrxpriscs one of SEQ ID 
Nos.: 53. 54, 79, 80, 81, 82, 107, 108, 125, 126, 153, 154, 167, 168, 203, 204, 223, 224, 289, 290, 285, 
286, 287, or 288. 

Claim 57. (Withdrawn) The method of claim 52, wherein the sequence data comprises of SEQ ID Nos.: 
345, 346, 365, 366, 447, 448, 469, 470, 477, 478, 505, 506, 507, 508, 509, 510, 511, 512, 513, or 514. 
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Claim 58, (Withdrawn) The method of claim 52, wherein the sequence data comprises a 20 nucleotide 
region or 6 amino acid region of one of SEQ ID Nos.: 1-37. 

Claim 59. (Withdrawn) The method of claim 52, wherein the sequence data comprises a 20 nucleotide 
region or 6 amino acids region one of SEQ ID Nos.: 53, 54, 79, 80, 81, 82, 107, 108, 125, 126, 153, 154, 
167, 168, 203, 204, 223, 224, 289, 290, 285, 286, 287, or 288, 

Claim 60. (Withdrawn) The method of claim 52, wherein the sequence data coniphses a 20 nucleotide 
region or 6 anuno acid region of one of SEQ ID Nos.: 345, 346, 365, 366, 447, 448, 469, 470, 477, 478, 
505, 506, 507, 508, 509, 510, 511, 512, 513, or 514. 

Claim 61. (Withdrawn) A homolog identified by the method of claim 52, 

Claim 62. (Withdrawn) The homolog of claim 61, identified by the method of claim 53. 

Claim 63. (Withdrawn) The homolog of claim 61, identified by the method of claim 54. 

Claim 64. (Withdrawn) The homolog of claim 61, identified by the method of claim 55. 

Claim 65. (Withdrawn) The homolog of claim 61, identified by the method of claim 55. 

Claim 66. (Withdrawn) The homolog of claim 61, identified by the method of claim 56. 

Claim 67. (Withdrawn) The homolog of claim 61, identified by the method of claim 57. 

Claim 68. (Withdrawn) The homolog of claim 61, identified by the method of claim 58. 

Claim 69, (Withdrawn) The homolog of claim 61, identified by the method of claim 59. 

Claim 70. (Withdrawn) The homolog of claim 61, identified by the method of claim 60. 
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